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3 <110> APPLICANT: ASHIKARI, TOSHIHIKO 

4 TANAKA, YOSHIKAZU 

5 FUJIWARA, HIROYUKI 

6 NAKAO, MAS AH I RO 

7 FUKUI, YUKO 

8 SAKAKIBARA, KEIKO 

9 MIZUTANI, MASAKO 
10 KUSUMI, TAKAAKI 

12 <120> TITLE OF INVENTION: A GENE ENCODING A PROTEIN HAVING ACYL GROUP TRANSFER 

13 ACTIVITY 

15 <130> FILE REFERENCE: 4 7237-0308/US 

17 <140> CURRENT APPLICATION NUMBER: 08/894, 356D 

18 <141> CURRENT FILING DATE: 1997-08-18 

20 <150> PRIOR APPLICATION NUMBER: JP 7-67159 

21 <151> PRIOR FILING DATE: 1995-02-17 

23 <150> PRIOR APPLICATION NUMBER: JP 7-196915 

24 <151> PRIOR FILING DATE: 1995-06-29 

26 <150> PRIOR APPLICATION NUMBER: JP 8-46534 

27 <151> PRIOR FILING DATE: 1996-01-30 

29 <150> PRIOR APPLICATION NUMBER: PCT/ JP96/00348 

30 <151> PRIOR FILING DATE: 1996-02-16 
32 <160> NUMBER OF SEQ ID NOS: 40 
34 <170> SOFTWARE: Patent In Ver. 3.3 

36 <210> SEQ ID NO: 1 

37 <211> LENGTH: 1703 

38 <212> TYPE: DNA 

39 <213> ORGANISM: Gentiana triflora 

41 <220> FEATURE: 

42 <221> NAME/KEY: CDS 

43 <222> LOCATION: (6).. (1412) 

45 <400> SEQUENCE: 1 

46 tcatt atg gag caa ate caa atg gtg aag gtt ctt gaa aaa tgc caa gtt 50 

47 Met Glu Gin He Gin Met Val Lys Val Leu Glu Lys Cys Gin Val 

48 1 5 10 15 

50 aca cca cca tct gac aca aca gat gtc gag tta teg eta ccg gta aca 98 

51 Thr Pro Pro Ser Asp Thr Thr Asp Val Glu Leu Ser Leu Pro Val Thr 

52 20 25 30 

54 ttc ttc gat ate ccc tgg ttg cac ttg aat aag atg cag tec ctt ctg 146 

55 Phe Phe Asp He Pro Trp Leu His Leu Asn Lys Met Gin Ser Leu Leu 

56 35 40 45 

58 ttt tac gac ttt ccg tac cca aga aca cat ttc ttg gac act gtt ate 194 

59 Phe Tyr Asp Phe Pro Tyr Pro Arg Thr His Phe Leu Asp Thr Val He 

60 50 55 60 
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<221> NAME /KEY : 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 10/11/2005 

PATENT APPLICATION: US/08/894 , 356D TIME: 08:45:09 

Input Set : A:\72370308.app 

Output Set: N:\CRF4\10112005\H894356D.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:16; N Pos . 18 
Seq#:22; N Pos. 9,15 
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VERIFICATION SUMMARY DATE: 10/11/2005 

PATENT APPLICATION: US/08/894 , 356D TIME: 08:45:09 

Input Set : A:\72370308.app 

Output Set: N:\CRF4\10112005\H894356D.raw 

L:992 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:16 after pos . : 0 
L:1081 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:22 after pos . : 0 
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